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Abstract

Background: Microtubule-associated protein tau (MAPT) mutations are one of the main causes of genetic Frontotemporal dementia
(FTD) and are characterised by high clinical heterogeneity. A behavioural variant of FTD is the principal phenotype, but other rarer
phenotypes are described, mostly reported as single cases. In this review, we provide an overview of the clinical phenotypes associated
with MAPT mutations in order to define their characteristics and explore genotype-phenotype correlations. Methods: We performed
systematic bibliographic research on the Pubmed database, focusing on articles published between 1998 and 2022. We analysed the clin-
ical phenotype of 177 patients carryingMAPT mutations, focusing on the rarest ones. We performed a narrative synthesis of the results.
Results: Regarding language phenotypes, the most frequent were the non-fluent variant and the semantic variant of Primary Progressive
Aphasia (nfvPPA, svPPA), approximately in the same proportion. Almost 20% of the whole group of patients present a clinical pheno-
type belonging to the corticobasal syndrome-progressive supranuclear palsy (CBS-PSP) spectrum. While no clear genotype-phenotype
correlation could be identified, some mutations were associated with a specific phenotype, while others gave origin to multiple clinical
pictures and mixed phenotypes. Conclusions: A high clinical heterogeneity exists in FTD associated with MAPT mutations without a
clear phenotype-genotype correlation in most cases. However, some characteristics can be helpful to drive genetic testing. Deep phe-
notyping of patients, together with functional studies of single mutations, particularly those associated with atypical phenotypes, are
necessary to better understand the biological mechanisms underlying this clinical variability.
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1. Introduction
Frontotemporal dementia (FTD) refers to a group

of disorders characterised by striking clinical and patho-
logical heterogeneity. Up to 40% of FTD are inherited
forms caused by mutations in the progranulin (GRN),
in the chromosome 9 open reading frame 72 (C9orf72)
or in the microtubule-associated protein tau (MAPT)
gene in most cases. The latter is responsible for ap-
proximately 5–10% of all familial FTD cases [1].
Almost 90 pathogenic MAPT mutations have been
discovered so far (Human Gene Mutation Database,
https://digitalinsights.qiagen.com/products-overview/clin
ical-insights-portfolio/human-gene-mutation-database/;
[2]), causing different effects on tau protein, with alteration
of: (i) tau affinity for microtubules, leading to microtubule
destabilisation; (ii) tau aggregation properties; (iii) the
physiological proportion of 4R and 3R tau isoforms [3].
The clinical phenotypes associated with FTD are highly
heterogeneous, with some differences between the three
main genetic forms [4]. In MAPT mutation, the age at
onset is usually earlier than in GRN and C9orf72mutations
and wide phenotypic variability, in terms of age of onset,

clinical presentation and features of pathological tau
deposits in the brain [1], is evident. The most common
phenotype is the behavioural variant (bvFTD), while
primary progressive aphasia (PPA) is less frequently
described. bvFTD is characterised by progressive atrophy
in the frontal and temporal lobes, causing behavioural,
cognitive and personality alterations. PPAs include a het-
erogeneous group of diseases mainly affecting language.
Depending on the brain area involved, symptoms vary from
progressive loss of meaning and single-word comprehen-
sion deficits (semantic variant of PPA) to slow, effortful,
hesitant and distorted speech (non-fluent variant of PPA).
In addition, other phenotypes such as Corticobasal Syn-
drome (CBS), Progressive Supranuclear Palsy (PSP) and
amnestic syndrome consistent with Alzheimer’s disease
(AD-like) are associated with MAPT. CBS is characterised
by asymmetric motor signs (rigidity, tremor, dystonia,
and myoclonus) and is often associated with apraxia,
cortical sensory deficits and alien limb phenomena. PSP
affects body movements, causing early loss of balance,
difficulty in walking or swallowing, slurred speech and
eye movement impairment. AD-like phenotypes caused
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Fig. 1. PRISMA flow-chart of the Pubmed search. MAPT, microtubule-associated protein tau.

by MAPT mutations are usually characterised by pre-
dominantly episodic memory deficits at onset. In this
review, we provide an overview of the clinical phenotypes
associated with MAPT mutations, focusing on the rarest
ones and on those belonging to the Frontotemporal Lobar
Degeneration (FTLD) spectrum, trying to better define
their characteristics and to explore genotype-phenotype
correlations.

2. Materials and Methods
We conducted systematic bibliographic research on

the Pubmed database. The search focused on articles pub-
lished between 1998 (the year of the discovery of the
MAPT gene) and 2022. We applied the following terms of
search: (MAPT) AND (FTD), (MAPT) AND (frontotem-
poral dementia), (MAPT) AND (FTDP-17), (MAPT) AND
(bvFTD), (MAPT) AND (behavioural variant), (MAPT)
AND (PPA), (MAPT) AND (primary progressive apha-
sia), (MAPT) AND (svPPA), (MAPT) AND (semantic vari-
ant), (MAPT) AND (semantic dementia), (MAPT) AND
(nfvPPA), (MAPT) AND (non-fluent variant), (MAPT)
AND (lvPPA), (MAPT) AND (logopenic variant), (MAPT)
AND (phenotype), (MAPT) AND (PSP), (MAPT) AND
(progressive supranuclear palsy), (MAPT) AND (CBD),

(MAPT) AND (CBS), (MAPT) AND (corticobasal syn-
drome) and (MAPT) AND (corticobasal degeneration).
The Title/Abstract filter was used (see PRISMA flow-chart,
Fig. 1)

Sincewe primarily focused on the FTLD spectrum, we
did not include the terms “AD” or “Alzheimer Disease” in
our research. The few articles that included these terms that
we found were described here because they were somehow
included in an FTLD cohort or accidentally found while
studying FTLD patients.

We found a total of 1610 articles. All the articles not
written in English, the reviews and the studies without a
clear description of the clinical phenotypes and/or without a
formal diagnosis were excluded. We also excluded articles
that did not specify the MAPT mutation or that described
just haplotypes or risk factors or variants with uncertain sig-
nificance (Fig. 1).

Where possible, the current bvFTD, PPAs, PSP and
corticobasal degeneration (CBD) criteria [5–8] were ap-
plied retrospectively.

We selected 86 articles, including 177 patients.
Among them, 28 patients showed one of the PPAs diagnosis
(including semantic variant and non-fluent variant), 23 had
PSP phenotype, 12 CBS phenotype, 30 had AD-like pheno-
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type, and 84were diagnosedwith bvFTD. Some of these pa-
pers are listed in different groups, as the same article often
comprises patients with different disease phenotypes. We
analysed the clinical data of the patients, including age at
onset, familial history, neuroimaging data and MAPT mu-
tations. We compared the ages at onset between groups by
using ANOVAwith Bonferroni correction. A narrative syn-
thesis of the results has been performed. All MAPT mu-
tations were reported referring to the NCBI Reference Se-
quence Database (RefSeq) transcript NM_005910.6.

3. Results
3.1 Primary Progressive Aphasias (PPAs) Phenotypes
3.1.1 General Overview

We identified 21 articles describing 28 patients with
different linguistic phenotypes (Table 1, Ref. [9–29]), in-
cluding two patients recently reported by our group [19,27].
Ten patients had the clinical diagnosis of nfvPPA (35.71%)
and ten subjects of svPPA (35.71%). Six patients exhibited
clinical symptoms consistent with the right temporal vari-
ant of FTD (rtvFTD) (21.43%). In three of them, we revised
the diagnosis on the basis of the recent rtvFTD criteria [30].
Two patients had a clinical diagnosis characterised by lin-
guistic symptoms plus other non-verbal symptoms (7.14%):
one patient with Primary Progressive Apraxia of Speech
and one subject with a Primary Progressive Anarthria or
Apraxia of Speech. In the whole PPA group, familial his-
tory was reported as positive in 23 cases (82.14%). Age at
onset varied between 24 and 69, with a mean age of onset
of 51.68 (±11.62).

3.1.2 Non-Fluent Variant of Primary Progressive Aphasia
Ten patients of our series had the diagnosis of nfvPPA.

The average age at onset was 51.7 years (±15.74). One pa-
tient had a very early age at onset, before 30 years [21]. The
main symptoms at onset were verbal production deficits
with non-fluent, hesitant, and stuttering speech, anomia and
difficulties in word finding. Two patients presented be-
havioural changes; one patient had concomitant Apraxia of
Speech (AOS), suggesting a slow evolution to CBS, and
one patient presented signs of CBS. V363IMAPT mutation
was found in two distinct articles [17,18], while the other
mutations were isolated case reports. nfvPPA associated
withAOSwas found in associationwith theV363Imutation
[18]; this patient’s phenotype was characterised by progres-
sive difficulties in speech production (hesitant, stuttering,
non-fluent), followed by apraxia of speech (dysprosodia)
and bradykinesia, articulatory difficulties and mild bucco-
facial apraxia. All these characteristics suggested a pro-
gression to CBS. CBS features were reported in another
patient with nfvPPA linked to the R5H MAPT mutation
[15] who presented non-fluent speech and expression dif-
ficulties (word finding, naming deficits, stuttering and hes-
itant speech) at onset, followed by mask face, right-hand
apraxia, bradykinesia, rigidity and stimulus-sensitive my-

oclonus on his right-hand and forearm. Two studies re-
ported behavioural changes associated with prominent non-
fluent aphasia linked to G389R and S305IMAPT mutations
[22,25].

3.1.3 Semantic Variant of Primary Progressive Aphasia
Ten patients had the diagnosis of svPPA; the main

symptoms at onset were language deficits (anomia and
word finding) and memory disturbances. Average age at
onset was 48.3 (±9.33). Three MAPT mutations were as-
sociated with this phenotype: the P301L in three patients
belonging to the same family, the G389R in one case and
Q336H in another patient. Predominant anterior temporal
lobe atrophy was described in all svPPA patients.

3.1.4 Right Temporal Variant of Frontotemporal Dementia
Interestingly, the diagnosis of rtvFTDwas found in six

patients. The mean age at onset was 53 years (±6.19), and
the main symptoms at onset were memory disturbances,
familiar faces identification deficits and behavioural dis-
turbances. MAPT mutations related to the right temporal
variant of FTD were: V363I, P332S, R406W, S352L and
P301L. Two brothers shared the P332S mutation. Remark-
ably, their mother carried the same mutation and presented
Primary Progressive Anarthria or a Progressive Apraxia of
Speech [11]. At Magnetic resonance imaging (MRI), pre-
dominantly right frontotemporal or temporal atrophy was
found in three patients [10,29]; the other three patients, two
of them belonging to the same family, showed bilateral and
symmetric temporal and frontal atrophy, barely consistent
with the recently published criteria [30]. Their clinical de-
scription highlighted initial memory deficits and prosopag-
nosia signs followed by typical semantic deficits.

3.1.5 Primary Progressive Aphasia-Plus Phenotypes
Two patients showed a PPA-plus phenotype, in which

language disturbances were present but not predominant.
These two subjects presented Primary Progressive Apraxia
of Speech or Anarthria [11,21] linked to P332S and K317N
MAPT mutations. The first report [11] was the mother of
the two subjects carrying the same mutation and who de-
veloped right temporal variant FTD. Her first symptomwas
a modification in her voice followed by orofacial apraxia,
brisk face reflexes and hypernasal dysarthria; across the 25
years of illness, the patient had never manifested cognitive
or behavioural modifications. The subject of the second pa-
per [21] presented with difficulty in expression and produc-
tion of sounds. Over time, the patient developed PSP-like
symptoms, such as vertical gaze palsy, axial rigidity, back-
ward falls and apraxia of eyelid opening. We also found one
CBS case with nfvPPA signs at onset carrying the V363I
MAPT mutation; even though the main diagnosis was actu-
ally CBD, the patient showed unspecified primary progres-
sive aphasia, left-sided parkinsonism and CBS [31].
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Table 1. Primary Progressive Aphasias (PPA) phenotypes.

Phenotype Age at onset Symptoms/deficit at onset Other symptoms/deficits MRI atrophy
Family
history

MAPT
mutation

Reference

svPPA 46 word-finding, semantic N.A. bilateral frontotemporal y P301L [9]
svPPA 69 word-finding, semantic N.A. bilateral frontotemporal y P301L [9]
svPPA 43 word-finding, semantic N.A. bilateral frontotemporal y P301L [9]
rtvFTD 46 prosopoagnosia memory, behavioural disorders right temporopolar n V363I [10]
Primary Progressive
Anarthria or AOS

60 dysarthria, orofacial apraxia N.A.  N.A. y P332S [11]

rtvFTD 50 memory, attention, anomia N.A. bilateral frontotemporal y P332S [11]
rtvFTD 49 memory, prosopoagnosia, depression semantic bilateral anterior temporal pole y P332S [11]
svPPA 38 memory, anomia semantic, behavioural disorders bilateral frontotemporal y G389R [12]
svPPA 46 word-finding, naming behavioural disorders anterior temporal pole > left y P301L [13]
svPPA 53 semantic N.A.  N.A. y P301L [13]
svPPA 48 semantic behavioural disorders  N.A. y P301L [13]
nfvPPA 65 non-fluent aphasia and parkinsonism anxiety, cognitive decline bilateral cortical y K298E [14]
nfvPPA + CBD 60 word-finding, naming, stuttering parkinsonism, right-hand apraxia,

stimulus-sensitive myoclonus
frontotemporal > left y R5H [15]

nfvPPA 31 N.A. N.A. frontotemporal > left y L266V [16]
nfvPPA 69 stuttering N.A. NA y V363I [17]
nfvPPA + AOS
(later CBS)

55 AOS bradykinesia left frontal n V363I [18]

svPPA 47 loss of semantic knowledge N.A. N.A. y P301L [19]
nfvPPA 54 naming, prosopoagnosia N.A. left temporal y P301L [20]
PPA + AOS 69 naming, disprosodia parkinsonism, lower motor neuron

disease
 N.A. y K317N [21]

svPPA 56 memory, anomia, comprehension, surface
dyslexia

seizures frontotemporal > left y P301L [22]

nfvPPA 24 memory, agrammatism, AOS behavioural disorders frontotemporal > left n G389R [23]
nvfPPA 57 naming N.A. left temporal n D177V [24]
nfvPPA 37 non-fluent aphasia behavioural disorders N.A. N.A. S305I [25]
nfvPPA 65 word-finding, dysartria N.A. N.A. y G304S [26]
svPPA 37 semantic, judgment N.A. left temporopolar y Q336H [27]
rtvFTD 59 memory deficits, behavioural changes prosopagnosia and atypical parkinsonism frontotemporal y S352L [28]
rtvFTD 52 episodic memory deficits, depression, apathy anomia and several behavioural problems bilateral temporal; right > left y R406W [29]
rtvFTD 62 behavioural changes (inappropriate, neglectful of

other feelings, gluttonous)
prosopagnosia, single-word

comprehension deficit and object
naming, then familiar face recognition

marked anterior temporal pole;
right > left

y P301L [29]

MRI, Magnetic resonance imaging; y, yes; n, no; N.A., not available. >, atrophy is more pronounced in the specified hemisphere. svPPA, semantic variant primary progressive aphasia; nfvPPA, non-fluent
variant primary progressive aphasia; rtvFTD, right temporal variant frontotemporal dementia; AOS, apraxia of speech; CBS, corticobasal syndrome; CBD, corticobasal degeneration.
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3.2 Corticobasal Syndrome Phenotypes
We identified 12 patients with CBS phenotype (Ta-

ble 2, Ref. [31–38]). Mean age at onset was 48.82 years
(±13.67). Relatively “pure” CBS was found in seven
patients (58.33%); the other five had mixed phenotypes.
Among them, three patients showed associated signs of PSP
over the course of the disease (CBS-PSP). One patient ex-
hibited a corticobasal syndrome-apraxia of speech (CBS-
AOS) phenotype, with apraxia of speech as the first symp-
tom. Lastly, one patient had CBS associated with PPA,
presenting with unspecified primary progressive aphasia
symptoms (possibly nfvPPA) [31]. In general, in CBS
cases, the main symptoms at onset were asymmetric signs
of parkinsonism—rigidity, dystonia, clumsiness, tremor—
and gait disturbances. As already mentioned, one patient
presented with AOS and two patients presented associated
aphasia and memory impairment [31,36]. MRI showed a
general asymmetry of the atrophic areas involved, mainly
the fronto-parietal region. The two most frequent MAPT
mutations were P301T and P301S (both 25%), followed
by the V363I mutation (16.67%). The other four cases
were characterised by isolated and different MAPT muta-
tions [35–38].

Casseron and colleagues [33] reported two cases of
P301S mutation found in a large family with a diagnosis
of CBD. Both patients had an age of onset in their late 30s.
The patient described by Bugiani and colleagues [32] had,
in turn, a very early age of onset (27 years-old) and pre-
sented asymmetric symptoms from the beginning. Inter-
estingly, his father was diagnosed with schizophrenia and
neuropathologically showed frontotemporal atrophy with
widespread neuronal tau inclusions. Erro and colleagues
[34] reported three cases carrying another mutation at the
same codon, the P301T, with an older age of onset and, in
one case, with speech difficulties at the beginning. Most
patients in this group had a positive family history of neu-
rodegenerative/psychiatric diseases (83.33%).

3.3 Progressive Supranuclear Palsy Phenotypes
We found 23 patients with PSP phenotype, whose

mean age at onset was 43.09 (±5.96) (Table 3, Ref. [18,
34,39–52]). Nine of them (39.13%) had an age at onset be-
fore or at 40 years. A diagnosis of “pure” PSP was found
in the majority of cases (86.96%), considering that one pa-
tient specifically diagnosed with PSP-RS was considered
part of these typical presentations. Besides these, we iden-
tified two atypical PSPs associated with CBS features [46]
and one PSP associated with Primary Lateral Sclerosis [34].
According to the diagnosis, the main symptoms at onset
were postural instability with falls, abnormal gait move-
ments and parkinsonism. Authors also described mem-
ory and attention disturbances in two cases [39]: forget-
fulness, word-finding, altered behaviour [46] and person-
ality changes [48]. There wasn’t a specific MRI pattern,
but a general diffuse cerebral atrophy was often reported.

Mesencephalic atrophy was described in only two patients.
In seven articles (fourteen patients), an MRI description
wasn’t available. Family history was positive in most pa-
tients (82.61%).

The most frequent MAPT mutation associated with
the PSP phenotype was N279K (39.13%), followed by the
N296del and the S285R mutations (both 13.04%). The
other eight cases were characterised by differentMAPT mu-
tations. MAPT N279K mutation was described in Japanese
families [43,44]. Comparing their phenotypic characteris-
tics with sporadic PSP patients, Ogaki and colleagues [43]
found that the visual grasping symptom could be a sign
specifically related to the presence of aMAPT mutation.

Pastor and colleagues [46] described two patients with
atypical PSP linked to the N296del MAPT mutation. This
mutation could be a risk factor for Parkinson’s disease [46]
in the homozygous state and, interestingly, even in the het-
erozygous state [50].

TwoMAPT mutations at the same residue, V363I and
V363A, are associated respectively with CBS [31] and PSP
phenotypes [18]. In the latter study, the PSP patient had
a mixed diagnosis of CBS, PPA and left-sided parkinson-
ism, with complete anarthria and severe dysphagia in the
advanced stage.

3.4 Alzheimer’s Disease-Like Phenotypes
We identified 15 articles describing 30 patients with

an AD-like phenotype at onset linked to a MAPT mutation
(Table 4, Ref. [9,18,27,53–64]). One patient has been pre-
viously reported by our group [27]. The mean age at on-
set was 55.73 (±6.5). The most frequent AD phenotype
was the ‘classical’ AD type, which included those patients
diagnosed with ‘AD’ or ‘probable AD’ (60%). Most pa-
tients (76.67%) presented with memory impairment at on-
set, in some cases associated with behavioural disorders.
These included personality changes, depression, restless-
ness, anxiety, suspiciousness, irritability and childish be-
haviours. Seven patients developed behavioural alterations
(23.33%). Interestingly, nine patients developed parkinson-
ism during the disease course (30%). From a neuroradi-
ological point of view, the most atrophic brain areas were
bilateral medial temporal lobes and the hippocampi, accord-
ing to the current criteria [65].

The R406W MAPT was the most frequent mutation
with AD-like phenotype (76.67%). Two patients carried
the P301L MAPT mutation. All the remaining patients
(23.33%) carried rarer mutations. The almost totality of
the AD-like group was characterised by a positive family
history of neurodegenerative diseases (96.67%). It’s worth
mentioning the only article describing a phenotype consis-
tent with posterior cortical atrophy (PCA) [18]: a 54-year-
old woman who developed difficulties in recognising faces
and visuospatial impairment at the age of 51 and carried the
V363I mutation.
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Table 2. Corticobasal Syndrome phenotypes.

Phenotype  Age at onset  Symptoms/deficit at onset  Other symptoms/deficits MRI atrophy 
Family
history

MAPT mutation Reference 

CBS 70 right-sided dexterity impairment, slowed gait,
imbalance

dysarthria, asymmetric parkinsonism,
apraxia, right-sided neglect

biparietal y V363I [31]

CBS-PPA late 50s left-sided parkinsonism and aphasia N.A. N.A. n V363I [31]
CBS 27 left arm dystonia and rigidity N.A. right parieto-frontal y P301S [32]
CBS/PSP 38 slowness, writing disability N.A. bilateral frontal y P301S [33]
CBS/PSP 38 psychomotor slowness, gait and posture

disorder
N.A. bilateral frontal y P301S [33]

CBS 68 Right-hand clumsiness language, depression, mood changes left parieto-temporal y P301T [34]
CBS 49 gait instability lack of motor coordination in the

right-hand
mild frontotemporal y P301T [34]

CBS 43 speech difficulties and cognitive decline motor difficulties > right-hand left posterior parietal y P301T [34]
CBS 54 asymmetric parkinsonism at right,

micrographia
memory deficits bilateral symmetric

putaminal hyperintense
signals

y P301L [35]

CBS/PSP 63 memory and mood N.A. N.A. y N410H [36]
CBS-AOS 47 speech difficulty AOS, orofacial apraxia and dysphagia left posterior frontal lobe y C291R [37]
CBS 40 clumsiness and tremor of the left-hand stiffness, movement slowness, speech

impairment, cognitive disturbances
right fronto-parietal n G389R [38]

y, yes; n, no; N.A., not available; CBS, corticobasal syndrome; PPA, primary progressive aphasia; PSP, progressive supranuclear palsy; AOS, apraxia of speech.
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Table 3. Progressive Supranuclear Phenotype phenotypes.

Phenotype  Age at onset  Symptoms/deficit at onset  Other symptoms/deficits  MRI atrophy
Family
history

MAPT
mutation

Reference 

PSP  40   behavioural, memory and attention disturbances   N.A. diffuse cortico-subcortical in
late-stage

n N279K [39]

PSP  41  behavioural, attention disturbances  N.A. normal  y N279K [39]
PSP + PLS  45  gait disturbance  N.A. asymmetric frontotemporal,

left hippocampus.
mesencephalic

y P301T [34]

PSP  40  dystonia and supranuclear gaze palsy  N.A. normal y S285R [40]
PSP  41  gait unsteadiness  N.A. N.A.  y S285R [40]
PSP 40 fatigue and micrographia N.A. N.A.  n IVS 10+16C>T [41]
PSP 48 cognitive decline, changes in speech gait and postural disturbances, vertical

supranuclear gaze palsy
left frontal and temporal y IVS10+3G>A [42]

PSP  40 unstable gait, behavioural change, memory problems  N.A. unremarkable y N279K [43]
PSP  41  shuffling gait, bradykinesia  N.A. N.A.  y N279K [43]
PSP  43  difficulty in walking  N.A. N.A.  y N279K [43]
PSP  46  difficulty speaking and breathing  gait disturbances, limb bradykinesia N.A.  n S285R [44]
PSP  42  parkinsonism, personality changes, postural tremor  micrographia, shuffling gait N.A.  y N279K [44]
PSP  44  Right-hand clumsiness and oscillopsia  horizontal pendular nystagmus N.A.  y N279K [44]
PSP-RS  40  bradykinesia, resting tremor at right-hand   smaller voice and handwriting frontal and temporal  y N279K [45]
Atypical PSP  38  forgetfulness, word-finding problems, and slowness  N.A. mild diffuse cerebral

atrophy 
y DelN296 [46]

Atypical PSP  39  altered behaviour and parkinsonism, and
progressive clumsiness of his left limbs 

N.A. mild diffuse cerebral
atrophy 

y DelN296 [46]

PSP  62  gait disorder, postural instability, dysarthria,
micrographia

N.A. unspecified cerebral
atrophy  

N.A. R5L [47]

PSP  43  personality changes  memory, backward falls N.A.  y L284R [48]
PSP  37  akinetic-rigid syndrome, gait disturbance, falls  micrographia, dysarthria, no upgaze,

apraxia of eyelid
 N.A. y G303V [49]

PSP  36  antecollis, dysarthria, postural instability, slowing of
ocular movements, increased deep tendon reflex

N.A. N.A.  y DelN296 [50]

PSP  56  diplopia due to oculomotor dysfunction with
supranuclear ophthalmoparesis 

N.A. midbrain and
mesencephalon 

y V363A [18]

PSP 41 leg stiffness and en-bloc turning bradykinesia, instability, hypomimia,
vertical supranuclear gaze palsy

mild temporal y N279K [51]

PSP  48  dystonia of the left arm, slurring of speech writing with right-hand difficulties,
walking up and downstairs

mild over the cerebrum
vertex 

y S305S [52]

y, yes; n, no; N.A., not available; PSP, progressive supranuclear palsy; CBS, corticobasal syndrome; PLS, primary lateral sclerosis; PSP-RS, progressive supranuclear palsy Richardson syndrome.
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Table 4. Alzheimer’s Disease phenotypes.

Phenotype Age at onset Symptoms/deficit at onset Other symptoms/deficits MRI atrophy
Family
history

MAPT
mutation

Reference

AD 59 memory parkinsonism bilateral temporo-frontal n P301L [9]
AD 46 memory parkinsonism N.A. y P301L [9]
AD 56 memory, loss and calculation difficulties parkinsonism N.A. y R406W [53]
AD 59 withdrawal and difficulty adapting to new environments parkinsonism N.A. y R406W [53]
AD 62 memory parkinsonism N.A. y R406W [53]
AD 48 topographical disorientation, word-finding difficulties N.A. N.A. y R406W [53]
AD 58 mild cognitive impairment progressing to amnesia for faces and names parkinsonism N.A. y R406W [53]
AD 55 memory N.A. hippocampal y R406W [54]
AD 56 memory N.A. bilateral medial temporal lobes y R406W [55]
AD 45 memory, disorientation, loss of interest N.A. N.A. y R406W [55]
AD 51 memory N.A. temporal medial lobes, hippocampus and

parahippocampal
y R406W [55]

AD 68 memory behavioural medial temporal lobe y R406W [56]
AD 59 memory behavioural frontotemporal y R406W [57]
AD 56 memory, disorientation depression, verbal

perseveration
bilateral temporal y IVS10+16C>T [58]

AD 49 memory, disorientation falls, stiff neck,
occasional choking

N.A. y IVS10+16C>T [59]

AD 40 memory, irritability depression N.A. y Q351R [60]
AD 65 memory N.A. bilateral temporal y R406W [61]
AD 65 memory N.A. cortical and central y R406W [61]
AD 52 prosopoagnosia N.A. bilateral medial temporal y R406W [61]
AD 55 memory, personality change, depression behavioural N.A. y R406W [62]
AD 62 memory, personality change, anxiety behavioural hippocampal and medial temporal lobe atrophy y R406W [62]
AD 60 memory, restlessness behavioural hippocampal and medial temporal lobe atrophy y R406W [62]
AD 54 memory, personality change, childish behaviour, irritability behavioural hippocampal and medial temporal lobe atrophy y R406W [62]
AD 56 memory, childish behaviour behavioural hippocampal and medial temporal lobe atrophy y R406W [62]
PCA 51 prosopoagnosia visuospatial deficits right parietal and temporal regions y V363I [18]
AD 59 memory N.A. bilateral, medial temporal lobe and hippocampi y R406W [63]
AD 65 memory N.A. medial temporal y Q336H [27]
AD 53 prosopoagnosia behavioural, language,

parkinsonism
medial temporal lobe and parahippocampal y R406W [64]

AD 58 memory behavioural, AOS N.A. y R406W [64]
AD 50 dyscalculia, social withdrawal, lack of initiative behavioural, language,

parkinsonism
medial temporal hippocampus > left,

parahippocampal
y R406W [64]

y, yes; n, no; N.A., not available. >, atrophy is more pronounced in the specified hemisphere. AD, Alzheimer’s Disease; PCA, posterior cortical atrophy.

8

https://www.imrpress.com


Table 5. Overall summary of phenotypes.
Phenotype N° of patients Positive family history Mean AAO

PPA 28 82.14% 51.68 (±11.62)
nfvPPA 10 60%* 51.7 (±15.74)
svPPA 10 100% 48.3 (±9.33)
rtvFTD 6 83.33% 53 (±6.19)
PPAOS/Primary Progressive Anarthria 2 100% 64.5 (±6.36)

bvFTD 84 71.43%* 47.62 (±10.85)
PSP 23 82.61% 43.09 (±5.96)
CBS/CBD 12 83.33% 48.82 (±13.67)
AD-like 30 96.67% 55.73 (±6.5)
AAO, age at onset; PPAOS, Primary Progressive Apraxia of Speech.
*some articles did not specify a family history of disease.

3.5 Behavioural Variant of Frontotemporal Dementia
(bvFTD)

We identified 84 patients with bvFTD phenotype at
onset (Supplementary Table 1, Ref. [16,20,43,66–95]).
More than half of patients had a family history of dementia
(71.43%), considering that several papers did not specify
this information (25%). The mean age at onset was 47.62
(±10.85), and 18 patients (21.43%) were younger than 40
years old, 15 of them with positive family history. Most
of the patients (28.57%) carried the IVS10+16C>T MAPT
mutation, followed by the P301L (14.28%) and the P397S
mutation (7.14%). The most frequent phenotype was “typ-
ical” bvFTD (90.48%); eighteen patients (21.43%) pre-
sented parkinsonism, and fourteen patients had speech dis-
turbances during the course of the disease (16.67%). Brain
MRI showed, in most cases, atrophy of bilateral frontal and
temporal regions. Notably, in 10 patients, the atrophy was
mainly on one side; among them, the majority showed a
left-predominant atrophy, consistent with the presence of
speech impairment (70%). Four patients who showed a pri-
mary diagnosis of bvFTD had remarkable semantic features
[68,83,88]. Even though the authors did not make a PPA
diagnosis, their main MRI patterns involved bilateral ante-
rior temporal lobe atrophy, with less marked frontal lobe
involvement. Moreover, they showed naming deficits, re-
duced verbal fluency, poor single-word comprehension and
general semantic deficits. These phenotypes were linked to
P397S, S356T and D252V MAPT mutations.

3.6 Clinical-Genetic Correlations in the Whole Cohort

A general overview of the whole cohort is reported
in Table 5. Using ANOVA, we compared ages at on-
set between groups, and we only found a significant dif-
ference between AD and all other phenotypes (p < 0.05)
(nfvPPA, svPPA, rtfFTD and PPAOS or Primary Progres-
sive Anarthria are intended as part of the great PPA group).
The age at onset in the AD group was higher than in the
others. Conversely, the age at onset also differed between
bvFTD and PSP/CBS subgroups and between PPAs and
CBS (p < 0.05). We did not find any difference between

bvFTD and PPAs (p > 0.05). In Fig. 2 and in Supplemen-
tary Table 2, all the MAPT mutations that we found asso-
ciated with different clinical phenotypes were reported.

Notably, some of the mutations are associated with
multiple phenotypes, in particular CBS, PPA and bvFTD.
The P301L appears to be a cross-group mutation, as it was
found at least once in every phenotype group except for
the PSP group. IVS10+16C>T mutation was the most fre-
quent in bvFTD patients. In general, the PSP group shares
fewer mutations with the other phenotypes, with most pa-
tients carrying the N279K mutation. Similarly, almost all
AD carry the R406WMAPT mutation, sharedwith only one
rtvFTD patient and with one bvFTD.

4. Discussion
In this review, we analysed the clinical phenotypes of

patients carrying theMAPT mutations reported in the liter-
ature between 1998 and 2022 to delineate possible clinical-
genetic correlations, paying particular attention to the rarest
clinical presentations such as PPAs, atypical parkinsonism
and AD-like phenotypes.

Among the entire group of patients included in this
review, 52.54% carried a phenotype rarer than bvFTD:
AD-like phenotype (16.95%), followed by the PPAs group
(15.82%), which may reflect the fact that atypical pheno-
types are more fully characterised in the literature than the
classical ones.

Interestingly, considering all patients, seven had an
onset before their 30s, most of them with a diagnosis of
bvFTD, in agreement with previous findings on very early
age at onset FTD, in which most of the subjects present the
bvFTD phenotype [96]. In this review, we extend the find-
ings of very early onset FTD to other phenotypes, with 18
MAPT patients with PPAs and PSP/CBS having age at on-
set at or before their 40s. Early age at onset does not have
a clear link with specific mutations.

Regarding the language phenotypes, we found almost
the same number of patients with svPPA and nfvPPA, while
logopenic variant was absent. An almost equal ratio of
svPPA and nfvPPA was found in MAPT mutations in one
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Fig. 2. MAPT mutations and phenotypes. In red: MAPT mutations associated with different phenotypes. FTLD, frontotemporal lobar
degeneration; FTD, frontotemporal dementia; bvFTD, behavioural variant frontotemporal dementia; svPPA, semantic variant primary
progressive aphasia; nfvPPA, non-fluent variant primary progressive aphasia; rtvFTD, right temporal variant frontotemporal dementia;
PPAOS, primary progressive apraxia of speech; PSP, progressive supranuclear palsy; CBD/CBS, corticobasal degeneration or syndrome;
AD, Alzheimer’s disease; PCA, posterior cortical atrophy.

of the largest worldwide cohorts of genetic FTD [4]. This
result differed from genetic TDP-43 proteinopathies, where
the predominant language phenotype was the logopenic
variant in a large cohort of GRN carriers [97] and the
nfvFTD in C9orf72 expansion [4,98]. Unlike MAPT pa-
tients, svPPA is exceptional in these other two genetic forms
of FTD [97]. This result suggests a relative homogeneity of
pathology for the semantic phenotype with a major vulner-
ability of the temporal anterior lobe for tau accumulation
[99].

Another difference with TDP43 genotypes is that the
mean age at onset in PPA patients by our review is earlier
than PPA linked to C9orf72 expansion and GRN mutations
reported in the literature [97].

Interestingly, although the criteria for rtvFTD have
only recently been defined, we identified at least six pa-
tients whose clinical presentation was consistent with this
phenotype. RtvFTD is rarer than the left variant and rep-
resents a “unique”, usually considered sporadic and asso-
ciated with TDP-43 pathology [100]. The recognition of

this clinical entity has become even more important as the
involvement of the right temporal lobe seems to be associ-
ated with a more widespread neurodegeneration than in pa-
tients with main involvement of the left temporal lobe and a
shorter survival, possibly linked to a diagnostic delay [101].
RtvFTD has also been associated, although rarely, with
GRN mutations, suggesting that these two genes should be
tested first.

Among the PPA group, we classified five patients as
“PPA-plus” because of other neurological symptoms as-
sociated, mainly parkinsonism, myoclonus and dystonia.
Conversely, we could not classify patients as mixed PPAs,
a diagnostic category largely represented in PPA, because
of the lack of a detailed neuropsychological assessment in
several cases.

Considering the overall group of PPA, the most fre-
quent MAPT mutation was the P301L. This is the most
frequent mutation worldwide, and it is found to be linked
to bvFTD phenotypes [4]. In our review, P301L was also
found associatedwith svPPA,with one case of nfvPPA,with
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one rtvFTD and one CBS. The rarer V363I mutation has
been found in four PPA cases, half of them also charac-
terised byCBS signs. Thismutation has also been described
in bvFTD [102], showing high heterogeneity in its clinical
presentation. Some authors hypothesise that the rare pres-
ence of this mutation in the general population can be due
to an incomplete penetrance and late disease onset [31].

In this paper, we included a large number of patients
with PSP and CBS phenotypes, usually defined as sporadic;
genetic PSP has also been associated with mutations in
parkinsonism-related genes [103,104] and very rarely with
C9orf72 and GRN mutations. PSP patients from our re-
view had a mean age at onset earlier than that observed in
sporadic forms or in PSP associated with other FTD genes
[105], and almost 40% of PSP linked to MAPT had a very
early age at onset, before their 40s, an important feature
that can lead to suspect a MAPT mutation in PSP phe-
notypes. Among patients with CBS phenotype, relatively
“pure” CBS was found in more than 50% of patients, while
the others showed mixed clinical symptoms, classifiable as
PSP-CBS according to MDS criteria [106]. Therefore, we
could suggest that co-occurrence of PSP and CBS features
and early age at onset may orient the diagnosis toward a
genetic tauopathy.

We identified 30 patients with an AD-like phenotype
presenting with memory deficits but later developing be-
havioural modifications with or without parkinsonism, thus
orienting the diagnosis towards FTD. The MAPT muta-
tion more frequently associated with this phenotype was the
R406W, but we also found two patients carrying P301L,
two IVS10+16C>T, one V363I, one Q336H and one carry-
ing Q351R mutations. As expected, age at onset in the AD
group was significantly higher than in all other groups, with
almost the totality of patients with onset after 50’s. While
in the R406W mutation, a mixed 3R/4R pathology is often
described, similarly to AD, in AD-like cases with different
mutations, the pathology is not specified, and thus a mixed
proteinopathy cannot be excluded.

Several mutations are associated with multiple phe-
notypes, showing no clear genotype-phenotype correla-
tion. However, some mutations are predominantly associ-
ated with atypical forms such as AD-like presentations or
parkinsonisms (Fig. 2). However, a positive family history,
the presence of other associated symptoms, and an early age
of onset may be suggestive of a MAPT mutation.

MAPT mutations can have different impacts on tau
protein, altering its ability to promote microtubule assem-
bly, affecting its aggregation properties or determining the
ratio between 4R and 3R isoforms [107], such as mutations
associated with PSP and CBS phenotypes that often lead
to 4R pathology, similarly to sporadic cases (see Supple-
mentary Fig. 1). However, the mechanisms by which
the mutations can give origin to different clinical forms
are not known yet. A recent interesting study on iPS cells
showed that one of the more frequent mutations associated

with parkinsonism (N279K) has an impact on mitochon-
drial functions at variance with other mutations [108]. This
suggests that the clinical variability could be explained by
mutation-related specific biological mechanisms that need
to be further explored.

Our review has several limitations. First, the research
terms included the name of the diseases and of the gene
but not every single symptom or tau pathology. In addi-
tion, some papers lacked detailed clinical descriptions and
neuropsychological assessment. However, to include the
majority of articles, we searched in depth in the reference
list of every paper and, in some articles written before the
appearance of current clinical criteria, we deduced the di-
agnoses based on clinical description. In addition, due to
the heterogeneity of the clinical phenotypes, except for age
at onset, we did not perform a metanalysis of the results
but a narrative descriptions, and we discussed the results in
light of previous findings on other genetic forms. Despite
these limitations, we could provide an overview and an up-
date of clinical-genetic associations of the cases described
in the literature, analysing the phenotypes of a large num-
ber ofMAPT patients. We underlined the high clinical het-
erogeneity of FTD associated with MAPT mutations with-
out clear phenotype-genotype correlations in most cases.
Deep phenotyping of patients, together with the study of
the pathogenetic mechanisms of single mutations, particu-
larly those associated with atypical phenotypes, are neces-
sary to better understand the biological basis of the clinical
and neuropathological phenotypic variability of neurode-
generative diseases associated withMAPT mutations.

Availability of Data and Materials
All data underlying the results are available as part of

the article.

Author Contributions
CV and EP acquisition of data, analysis and inter-

pretation of data, drafting the manuscript. PC conception
and design, analysis and interpretation of data, drafting the
manuscript. GR and GG, analysis and interpretation of data
and reviewing it critically for important intellectual content.
SP conception and design, analysis and interpretation of
data drafting the manuscript. AR acquisition of data, analy-
sis and interpretation of data, reviewing it critically for im-
portant intellectual content. All authors have participated
sufficiently in the work to take public responsibility for ap-
propriate portions of the content and agreed to be account-
able for all aspects of the work in ensuring that questions
related to its accuracy or integrity. All authors give final
approval of the version to be published.

Ethics Approval and Consent to Participate
Not applicable.

11

https://www.imrpress.com


Acknowledgment
Not applicable.

Funding
This research received no external funding.

Conflict of Interest
The authors declare no conflict of interest. Given the

role as Guest Editor, Giorgio Giaccone had no involvement
in the peer-review of this article and has no access to in-
formation regarding its peer-review. Full responsibility for
the editorial process for this article was delegated to Marek
Kieliszek.

Supplementary Material
Supplementary material associated with this article

can be found, in the online version, at https://doi.org/10.
31083/j.fbl2901012.

References
[1] Greaves CV, Rohrer JD. An update on genetic frontotemporal

dementia. Journal of Neurology. 2019; 266: 2075–2086.
[2] Stenson PD, Mort M, Ball EV, Chapman M, Evans K, Azevedo

L, et al. The Human Gene Mutation Database (HGMD®): opti-
mizing its use in a clinical diagnostic or research setting. Human
Genetics. 2020; 139: 1197–1207.

[3] Strang KH, Golde TE, Giasson BI. MAPT mutations, tauopa-
thy, and mechanisms of neurodegeneration. Laboratory Investi-
gation. 2019; 99: 912–928.

[4] Moore KM, Nicholas J, Grossman M, McMillan CT, Irwin DJ,
Massimo L, et al. Age at symptom onset and death and disease
duration in genetic frontotemporal dementia: an international
retrospective cohort study. The Lancet. Neurology. 2020; 19:
145–156.

[5] Rascovsky K, Hodges JR, Knopman D, Mendez MF, Kramer
JH, Neuhaus J, et al. Sensitivity of revised diagnostic criteria
for the behavioural variant of frontotemporal dementia. Brain.
2011; 134: 2456–2477.

[6] Gorno-TempiniML, Hillis AE,Weintraub S, Kertesz A,Mendez
M, Cappa SF, et al. Classification of primary progressive aphasia
and its variants. Neurology. 2011; 76: 1006–1014.

[7] Höglinger GU, RespondekG, StamelouM,Kurz C, Josephs KA,
Lang AE, et al. Clinical diagnosis of progressive supranuclear
palsy: The movement disorder society criteria. Movement Dis-
orders. 2017; 32: 853–864.

[8] Armstrong MJ, Litvan I, Lang AE, Bak TH, Bhatia KP, Borroni
B, et al. Criteria for the diagnosis of corticobasal degeneration.
Neurology. 2013; 80: 496–503.

[9] Borrego-Écija S, Morgado J, Palencia-Madrid L, Grau-Rivera
O, Reñé R, Hernández I, et al. Frontotemporal Dementia Caused
by the P301L Mutation in the MAPT Gene: Clinicopathologi-
cal Features of 13 Cases from the Same Geographical Origin in
Barcelona, Spain. Dementia and Geriatric Cognitive Disorders.
2017; 44: 213–221.

[10] Bessi V, Bagnoli S, Nacmias B, Tedde A, Sorbi S, Bracco L.
Semantic dementia associated with mutation V363I in the tau
gene. Journal of the Neurological Sciences. 2010; 296: 112–114.

[11] Deramecourt V, Lebert F, Maurage CA, Fernandez-Gomez FJ,
Dujardin S, Colin M, et al. Clinical, neuropathological, and bio-
chemical characterization of the novel taumutation P332S. Jour-
nal of Alzheimer’s Disease. 2012; 31: 741–749.

[12] Ghetti B, Murrell JR, Zolo P, Spillantini MG, Goedert M.
Progress in hereditary tauopathies: a mutation in the Tau gene
(G389R) causes a Pick disease-like syndrome. Annals of the
New York Academy of Sciences. 2000; 920: 52–62.

[13] Ishizuka T, Nakamura M, Ichiba M, Sano A. Familial semantic
dementia with P301L mutation in the Tau gene. Dementia and
Geriatric Cognitive Disorders. 2011; 31: 334–340.

[14] Iovino M, Pfisterer U, Holton JL, Lashley T, Swingler RJ, Calo
L, et al. The novel MAPT mutation K298E: mechanisms of mu-
tant tau toxicity, brain pathology and tau expression in induced
fibroblast-derived neurons. Acta Neuropathologica. 2014; 127:
283–295.

[15] Lin HC, Lin CH, Chen PL, Cheng SJ, Chen PH. Intrafamilial
phenotypic heterogeneity in a Taiwanese family with a MAPT
p.R5H mutation: a case report and literature review. BMC Neu-
rology. 2017; 17: 186.

[16] Mao C, Dong L, Li J, Huang X, Lei D, Wang J, et al. Phenotype
Heterogeneity and Genotype Correlation of MAPTMutations in
a Chinese PUMCH Cohort. Journal of Molecular Neuroscience.
2021; 71: 1015–1022.

[17] MunozDG, Ros R, FatasM, Bermejo F, de Yebenes JG. Progres-
sive nonfluent aphasia associated with a new mutation V363I in
tau gene. American Journal of Alzheimer’s Disease and other
Dementias. 2007; 22: 294–299.

[18] Rossi G, Bastone A, Piccoli E, Morbin M, Mazzoleni G, Fug-
nanesi V, et al. Different mutations at V363 MAPT codon are
associated with atypical clinical phenotypes and show unusual
structural and functional features. Neurobiology of Aging. 2014;
35: 408–417.

[19] Rossi G, Salvi E, Mehmeti E, Ricci M, Villa C, Prioni S, et al.
Semantic and right temporal variant of FTD: Next generation
sequencing genetic analysis on a single-center cohort. Frontiers
in Aging Neuroscience. 2022; 14: 1085406.

[20] Shi Z, Liu S, Xiang L, Wang Y, Liu M, Liu S, et al. Frontotem-
poral dementia-related gene mutations in clinical dementia pa-
tients from a Chinese population. Journal of Human Genetics.
2016; 61: 1003–1008.

[21] Tacik P, DeTure M, Lin WL, Sanchez Contreras M, Wojtas A,
Hinkle KM, et al. A novel tau mutation, p.K317N, causes glob-
ular glial tauopathy. Acta Neuropathologica. 2015; 130: 199–
214.

[22] Tacik P, Sanchez-Contreras M, DeTure M, Murray ME, Rade-
makers R, Ross OA, et al. Clinicopathologic heterogeneity in
frontotemporal dementia and parkinsonism linked to chromo-
some 17 (FTDP-17) due to microtubule-associated protein tau
(MAPT) p.P301L mutation, including a patient with globu-
lar glial tauopathy. Neuropathology and Applied Neurobiology.
2017; 43: 200–214.

[23] Tacik P, DeTure MA, Carlomagno Y, Lin WL, Murray ME,
Baker MC, et al. FTDP-17 with Pick body-like inclusions as-
sociated with a novel tau mutation, p.E372G. Brain Pathology.
2017; 27: 612–626.

[24] Tang M, Gu X, Wei J, Jiao B, Zhou L, Zhou Y, et al. Analy-
ses MAPT, GRN, and C9orf72 mutations in Chinese patients
with frontotemporal dementia. Neurobiology of Aging. 2016;
46: 235.e11–235.e15.

[25] Tsai RM, Bejanin A, Lesman-Segev O, LaJoie R, Visani A,
Bourakova V, et al. 18F-flortaucipir (AV-1451) tau PET in fron-
totemporal dementia syndromes. Alzheimer’s Research & Ther-
apy. 2019; 11: 13.

[26] Villa C, Ghezzi L, Pietroboni AM, Fenoglio C, Cortini F, Ser-
pente M, et al. A novel MAPT mutation associated with the
clinical phenotype of progressive nonfluent aphasia. Journal of
Alzheimer’s Disease. 2011; 26: 19–26.

[27] Villa C, Rossi G, Bizzozero I, Prioni S, Boiocchi C, Agosta F,
et al. MAPT Q336H mutation: Intrafamilial phenotypic hetero-

12

https://doi.org/10.31083/j.fbl2901012
https://doi.org/10.31083/j.fbl2901012
https://www.imrpress.com


geneity in a new Italian family. European Journal of Neurology.
2022; 29: 1529–1533.

[28] Ulugut H, Dijkstra AA, Scarioni M, Netherlands Brain Bank,
Barkhof F, Scheltens P, et al. Right temporal variant frontotem-
poral dementia is pathologically heterogeneous: a case-series
and a systematic review. Acta Neuropathologica Communica-
tions. 2021; 9: 131.

[29] Ulugut Erkoyun H, van der Lee SJ, Nijmeijer B, van Spaendonk
R, Nelissen A, Scarioni M, et al. The Right Temporal Variant of
Frontotemporal Dementia Is Not Genetically Sporadic: A Case
Series. Journal of Alzheimer’s Disease. 2021; 79: 1195–1201.

[30] Ulugut Erkoyun H, Groot C, Heilbron R, Nelissen A, van
Rossum J, Jutten R, et al. A clinical-radiological framework of
the right temporal variant of frontotemporal dementia. Brain.
2020; 143: 2831–2843.

[31] Ahmed S, Fairen MD, Sabir MS, Pastor P, Ding J, Ispierto L,
et al.MAPT p.V363I mutation: A rare cause of corticobasal de-
generation. Neurology. Genetics. 2019; 5: e347.

[32] Bugiani O, Murrell JR, Giaccone G, Hasegawa M, Ghigo G,
Tabaton M, et al. Frontotemporal dementia and corticobasal de-
generation in a family with a P301S mutation in tau. Journal of
Neuropathology and Experimental Neurology. 1999; 58: 667–
677.

[33] Casseron W, Azulay JP, Guedj E, Gastaut JL, Pouget J. Familial
autosomal dominant cortico-basal degeneration with the P301S
mutation in the tau gene: an example of phenotype variability.
Journal of Neurology. 2005; 252: 1546–1548.

[34] Erro ME, Zelaya MV, Mendioroz M, Larumbe R, Ortega-
Cubero S, Lanciego JL, et al. Globular glial tauopathy caused
by MAPT P301T mutation: clinical and neuropathological find-
ings. Journal of Neurology. 2019; 266: 2396–2405.

[35] Gatto EM, Allegri RF, Da Prat G, Chrem Mendez P, Hanna DS,
Dorschner MO, et al. Intrafamilial variable phenotype includ-
ing corticobasal syndrome in a family with p.P301L mutation in
the MAPT gene: first report in South America. Neurobiology of
Aging. 2017; 53: 195.e11–195.e17.

[36] Kouri N, Carlomagno Y, Baker M, Liesinger AM, Caselli RJ,
Wszolek ZK, et al. Novelmutation inMAPT exon 13 (p.N410H)
causes corticobasal degeneration. Acta Neuropathologica. 2014;
127: 271–282.

[37] Marshall CR, Guerreiro R, Thust S, Fletcher P, Rohrer JD, Fox
NC. A Novel MAPT Mutation Causing Corticobasal Syndrome
Led by Progressive Apraxia of Speech. Journal of Alzheimer’s
Disease. 2015; 48: 923–926.

[38] Rossi G,Marelli C, Farina L, LauràM,Maria Basile A, Ciano C,
et al. The G389R mutation in the MAPT gene presenting as spo-
radic corticobasal syndrome. Movement Disorders. 2008; 23:
892–895.

[39] Delisle MB, Murrell JR, Richardson R, Trofatter JA, Rascol O,
Soulages X, et al. A mutation at codon 279 (N279K) in exon 10
of the Tau gene causes a tauopathy with dementia and supranu-
clear palsy. Acta Neuropathologica. 1999; 98: 62–77.

[40] Fujioka S, Sanchez Contreras MY, Strongosky AJ, Ogaki K,
Whaley NR, Tacik PM, et al. Three sib-pairs of autopsy-
confirmed progressive supranuclear palsy. Parkinsonism & Re-
lated Disorders. 2015; 21: 101–105.

[41] Morris HR, Osaki Y, Holton J, Lees AJ, Wood NW, Revesz T, et
al. Tau exon 10 +16 mutation FTDP-17 presenting clinically as
sporadic young onset PSP. Neurology. 2003; 61: 102–104.

[42] Nan H, Takaki R, Shimozono K, Ichinose Y, Koh K, Takiyama
Y. Clinical and Genetic Study of the First Japanese FTDP-17
Patient with a Mutation of +3 in Intron 10 in the MAPT Gene.
Internal Medicine. 2019; 58: 2397–2400.

[43] Ogaki K, Motoi Y, Li Y, Tomiyama H, Shimizu N, Takanashi
M, et al. Visual grasping in frontotemporal dementia and
parkinsonism linked to chromosome 17 (microtubule-associated

with protein tau): a comparison of N-Isopropyl-p-[(123)I]-
iodoamphetamine brain perfusion single photon emission com-
puted tomography analysis with progressive supranuclear palsy.
Movement Disorders. 2011; 26: 561–563.

[44] Ogaki K, Li Y, Takanashi M, Ishikawa KI, Kobayashi T, Nonaka
T, et al. Analyses of the MAPT, PGRN, and C9orf72 mutations
in Japanese patients with FTLD, PSP, and CBS. Parkinsonism&
Related Disorders. 2013; 19: 15–20.

[45] Oka Y, Saiki H, Hashimoto Y, Terada Y, Nakamura T, Ayaki
T, et al. Japanese Familial Cases of Frontotemporal Dementia
and Parkinsonism with N279K Tau Gene Mutation. Movement
Disorders Clinical Practice. 2020; 8: 126–132.

[46] Pastor P, Pastor E, Carnero C, Vela R, García T, Amer G, et al.
Familial atypical progressive supranuclear palsy associated with
homozigosity for the delN296 mutation in the tau gene. Annals
of Neurology. 2001; 49: 263–267.

[47] Poorkaj P, Muma NA, Zhukareva V, Cochran EJ, Shannon KM,
Hurtig H, et al. An R5L tau mutation in a subject with a progres-
sive supranuclear palsy phenotype. Annals of Neurology. 2002;
52: 511–516.

[48] Rohrer JD, Paviour D, Vandrovcova J, Hodges J, de Silva R,
Rossor MN. Novel L284R MAPT mutation in a family with an
autosomal dominant progressive supranuclear palsy syndrome.
Neuro-degenerative Diseases. 2011; 8: 149–152.

[49] Ros R, Thobois S, Streichenberger N, Kopp N, Sánchez MP,
Pérez M, et al. A new mutation of the tau gene, G303V, in early-
onset familial progressive supranuclear palsy. Archives of Neu-
rology. 2005; 62: 1444–1450.

[50] Rossi G, Gasparoli E, Pasquali C, Di Fede G, Testa D, Albanese
A, et al. Progressive supranuclear palsy and Parkinson’s disease
in a family with a new mutation in the tau gene. Annals of Neu-
rology. 2004; 55: 448.

[51] Slowinski J, Dominik J, Uitti RJ, Ahmed Z, Dickson DD, Ws-
zolek ZK. Frontotemporal dementia and Parkinsonism linked to
chromosome 17 with the N279K tau mutation. Neuropathology.
2007; 27: 73–80.

[52] Stanford PM, Halliday GM, Brooks WS, Kwok JB, Storey
CE, Creasey H, et al. Progressive supranuclear palsy pathology
caused by a novel silent mutation in exon 10 of the tau gene: ex-
pansion of the disease phenotype caused by tau gene mutations.
Brain: a Journal of Neurology. 2000; 123 ( Pt 5): 880–893.

[53] Carney RM, Kohli MA, Kunkle BW, Naj AC, Gilbert JR, Züch-
ner S, et al. Parkinsonism and distinct dementia patterns in a
family with the MAPT R406W mutation. Alzheimer’s & De-
mentia. 2014; 10: 360–365.

[54] Cohn-Hokke PE, Wong TH, Rizzu P, Breedveld G, van der Flier
WM, Scheltens P, et al. Mutation frequency of PRKAR1B and
the major familial dementia genes in a Dutch early onset demen-
tia cohort. Journal of Neurology. 2014; 261: 2085–2092.

[55] Ikeuchi T, Kaneko H, Miyashita A, Nozaki H, Kasuga K, Tsukie
T, et al. Mutational analysis in early-onset familial dementia in
the Japanese population. The role of PSEN1 and MAPT R406W
mutations. Dementia and Geriatric Cognitive Disorders. 2008;
26: 43–49.

[56] Ikeuchi T, Imamura T, Kawase Y, Kitade Y, Tsuchiya M, Toku-
take T, et al. Evidence for a Common Founder and Clinical Char-
acteristics of Japanese Families with the MAPT R406W Muta-
tion. Dementia and Geriatric Cognitive Disorders Extra. 2011;
1: 267–275.

[57] Ishida C, Kobayashi K, Kitamura T, Ujike H, Iwasa K, Yamada
M. Frontotemporal dementia with parkinsonism linked to chro-
mosome 17 with the MAPT R406W mutation presenting with a
broad distribution of abundant senile plaques. Neuropathology.
2015; 35: 75–82.

[58] Larner AJ. Mutation negative “early-onset familial Alzheimer
disease”: consider screening for tau gene mutations. Alzheimer

13

https://www.imrpress.com


Disease and Associated Disorders. 2008; 22: 194–195.
[59] Larner AJ. A 50-year-old man with deteriorating cognitive func-

tion and impaired movement. PLoS Medicine. 2009; 6: e19.
[60] Liang Y, Gordon E, Rohrer J, Downey L, de Silva R, Jäger HR,

et al. A cognitive chameleon: lessons from a novel MAPT mu-
tation case. Neurocase. 2014; 20: 684–694.

[61] Lindquist SG, Holm IE, Schwartz M, Law I, Stokholm J, Bat-
bayli M, et al. Alzheimer disease-like clinical phenotype in a
family with FTDP-17 caused by a MAPT R406Wmutation. Eu-
ropean Journal of Neurology. 2008; 15: 377–385.

[62] Passant U, Ostojic J, Froelich Fabre S, Gustafson L, Lannfelt L,
Larsson EM, et al. Familial presenile dementia with bitemporal
atrophy. Dementia and Geriatric Cognitive Disorders. 2004; 17:
287–292.

[63] TolboomN, Koedam ELGE, Schott JM, YaqubM, Blankenstein
MA, Barkhof F, et al. Dementia mimicking Alzheimer’s disease
Owing to a taumutation: CSF and PET findings. Alzheimer Dis-
ease and Associated Disorders. 2010; 24: 303–307.

[64] Ygland E, van Westen D, Englund E, Rademakers R, Wszolek
ZK, Nilsson K, et al. Slowly progressive dementia caused by
MAPT R406W mutations: longitudinal report on a new kindred
and systematic review. Alzheimer’s Research & Therapy. 2018;
10: 2.

[65] Dubois B, Feldman HH, Jacova C, Hampel H, Molinuevo JL,
Blennow K, et al. Advancing research diagnostic criteria for
Alzheimer’s disease: the IWG-2 criteria. The Lancet. Neurol-
ogy. 2014; 13: 614–629.

[66] Anfossi M, Vuono R, Maletta R, Virdee K, Mirabelli M, Colao
R, et al. Compound heterozygosity of 2 novel MAPT mutations
in frontotemporal dementia. Neurobiology of Aging. 2011; 32:
757.e1–757.e11.

[67] Artan S, Erzurumluoglu Gokalp E, Samanci B, Ozbabalik Adap-
inar D, Bas H, Tepgec F, et al. Frequency of frontotemporal
dementia-related gene variants in Turkey. Neurobiology of Ag-
ing. 2021; 106: 332.e1–332.e11.

[68] Borrego-Écija S, Antonell A, Puig-Butillé JA, Pericot I, Prat-
Bravo C, Abellan-Vidal MT, et al. Novel P397S MAPT variant
associated with late onset and slow progressive frontotemporal
dementia. Annals of Clinical and Translational Neurology. 2019;
6: 1559–1565.

[69] Chaunu MP, Deramecourt V, Buée-Scherrer V, Le Ber I,
Brice A, Ehrle N, et al. Juvenile frontotemporal dementia with
parkinsonism associated with tau mutation G389R. Journal of
Alzheimer’s Disease. 2013; 37: 769–776.

[70] Domoto-Reilly K, Davis MY, Keene CD, Bird TD. Unusually
long duration and delayed penetrance in a family with FTD and
mutation in MAPT (V337M). American Journal of Medical Ge-
netics. Part B, Neuropsychiatric Genetics. 2017; 174: 70–74.

[71] Gallo M, Tomaino C, Puccio G, Frangipane F, Curcio SAM,
Bernardi L, et al. Novel MAPT Val75Ala mutation and PSEN2
Arg62Hys in two siblings with frontotemporal dementia. Neu-
rological Sciences. 2010; 31: 65–70.

[72] Haussmann R, Wysocki M, Brandt MD, Hermann A, Donix M.
MAPT mutation associated with frontotemporal dementia and
parkinsonism (FTDP-17). International Psychogeriatrics. 2017;
29: 869–871.

[73] He S, Chen S, Xia MR, Sun ZK, Huang Y, Zhang JW. The role
of MAPT gene in Chinese dementia patients: a P301L pedigree
study and brief literature review. Neuropsychiatric Disease and
Treatment. 2018; 14: 1627–1633.

[74] Iyer A, Lapointe NE, Zielke K, Berdynski M, Guzman E, Bar-
czak A, et al. A novel MAPT mutation, G55R, in a frontotem-
poral dementia patient leads to altered Tau function. PLoS ONE.
2013; 8: e76409.

[75] Janssen JC, Warrington EK, Morris HR, Lantos P, Brown J,
Revesz T, et al. Clinical features of frontotemporal dementia

due to the intronic tau 10(+16) mutation. Neurology. 2002; 58:
1161–1168.

[76] Bevan Jones WR, Cope TE, Passamonti L, Fryer TD, Hong YT,
Aigbirhio F, et al. [18F]AV-1451 PET in behavioral variant fron-
totemporal dementia due to MAPT mutation. Annals of Clinical
and Translational Neurology. 2016; 3: 940–947.

[77] Khan BK, Woolley JD, Chao S, See T, Karydas AM, Miller BL,
et al. Schizophrenia or neurodegenerative disease prodrome?
Outcome of a first psychotic episode in a 35-year-old woman.
Psychosomatics. 2012; 53: 280–284.

[78] Kim EJ, Na DL, Kim HJ, Park KW, Lee JH, Roh JH, et al. Ge-
netic Screening in Korean Patients with Frontotemporal Demen-
tia Syndrome. Journal of Alzheimer’s Disease Reports. 2022; 6:
651–662.

[79] Kovacs GG, Pittman A, Revesz T, Luk C, Lees A, Kiss E, et
al. MAPT S305I mutation: implications for argyrophilic grain
disease. Acta Neuropathologica. 2008; 116: 103–118.

[80] Lin LC, Nana AL, Hepker M, Hwang JHL, Gaus SE, Spina
S, et al. Preferential tau aggregation in von Economo neurons
and fork cells in frontotemporal lobar degeneration with spe-
cific MAPT variants. Acta Neuropathologica Communications.
2019; 7: 159.

[81] McCarthy A, Lonergan R, OlszewskaDA, O’Dowd S, Cummins
G, Magennis B, et al. Closing the tau loop: the missing tau mu-
tation. Brain: a Journal of Neurology. 2015; 138: 3100–3109.

[82] Miki T, Yokota O, Takenoshita S, Mori Y, Yamazaki K, Ozaki
Y, et al. Frontotemporal lobar degeneration due to P301L tau
mutation showing apathy and severe frontal atrophy but lacking
other behavioral changes: A case report and literature review.
Neuropathology. 2018; 38: 268–280.

[83] Momeni P, Wickremaratchi MM, Bell J, Arnold R, Beer R,
Hardy J, et al. Familial early onset frontotemporal dementia
caused by a novel S356T MAPT mutation, initially diagnosed
as schizophrenia. Clinical Neurology and Neurosurgery. 2010;
112: 917–920.

[84] Olszewska DA, Fearon C, McGuigan C, McVeigh TP, Houlden
H, Polke JM, et al. A clinical, molecular genetics and patho-
logical study of a FTDP-17 family with a heterozygous splicing
variant c.823-10G>T at the intron 9/exon 10 of theMAPT gene.
Neurobiology of Aging. 2021; 106: 343.e1–343.e8.

[85] Perry DC, Whitwell JL, Boeve BF, Pankratz VS, Knopman
DS, Petersen RC, et al. Voxel-based morphometry in patients
with obsessive-compulsive behaviors in behavioral variant fron-
totemporal dementia. European Journal of Neurology. 2012; 19:
911–917.

[86] Ramos-Campoy O, Antonell A, Falgàs N, Balasa M, Borrego-
Écija S, Rodríguez-Santiago B, et al. Screening of dementia
genes by whole-exome sequencing in Spanish patients with
early-onset dementia: likely pathogenic, uncertain significance
and risk variants. Neurobiology of Aging. 2020; 93: e1–e9.

[87] Rohrer JD, Ridgway GR, Modat M, Ourselin S, Mead S, Fox
NC, et al. Distinct profiles of brain atrophy in frontotemporal lo-
bar degeneration caused by progranulin and tau mutations. Neu-
roImage. 2010; 53: 1070–1076.

[88] Shafei R, Woollacott IOC, Mummery CJ, Bocchetta M, Guer-
reiro R, Bras J, et al. Two pathologically confirmed cases of
novel mutations in the MAPT gene causing frontotemporal de-
mentia. Neurobiology of Aging. 2020; 87: 141.e15–141.e20.

[89] Spina S, Schonhaut DR, Boeve BF, Seeley WW, Ossenkoppele
R, O’Neil JP, et al. Frontotemporal dementia with the V337M
MAPT mutation: Tau-PET and pathology correlations. Neurol-
ogy. 2017; 88: 758–766.

[90] Sitek EJ, Narozanska E, BarczakA, Jasinska-Myga B, Harciarek
M, Chodakowska-ZebrowskaM, et al. Agraphia in patients with
frontotemporal dementia and parkinsonism linked to chromo-
some 17 with P301L MAPT mutation: dysexecutive, aphasic,

14

https://www.imrpress.com


apraxic or spatial phenomenon? Neurocase. 2014; 20: 69–86.
[91] Štrafela P, Pleško J, Magdič J, Koritnik B, Zupan A, Glavač D,

et al. Familial tauopathy with P364S MAPT mutation: clini-
cal course, neuropathology and ultrastructure of neuronal tau in-
clusions. Neuropathology and Applied Neurobiology. 2018; 44:
550–562.

[92] Sun L, Chen K, Li X, Xiao S. Rapidly Progressive Frontotempo-
ral Dementia Associated with MAPT Mutation G389R. Journal
of Alzheimer’s Disease. 2017; 55: 777–785.

[93] Takada LT, Bahia VS, Guimarães HC, Costa TVMM, Vale TC,
Rodriguez RD, et al. GRN andMAPTMutations in 2 Frontotem-
poral Dementia Research Centers in Brazil. Alzheimer Disease
and Associated Disorders. 2016; 30: 310–317.

[94] Watanabe R, Kawakami I, Ikeuchi T, Murayama S, Arai T,
Akiyama H, et al. An autopsied FTDP-17 case with MAPT IVS
10 + 14C > T mutation presenting with frontotemporal demen-
tia. eNeurologicalSci. 2021; 24: 100363.

[95] Yasuda M, Nakamura Y, Kawamata T, Kaneyuki H, Maeda K,
Komure O. Phenotypic heterogeneity within a new family with
the MAPT p301s mutation. Annals of Neurology. 2005; 58:
920–928.

[96] Chu M, Liu L, Nan H, Jiang D, Wang Y, Rosa-Neto P, et al. Ex-
tremely Early-Onset Frontotemporal Dementia: A Case Report
and Literature Review. Journal of Alzheimer’s Disease. 2022;
90: 1139–1151.

[97] Saracino D, Ferrieux S, Noguès-Lassiaille M, Houot M,
Funkiewiez A, Sellami L, et al. Primary Progressive Aphasia
Associated With GRN Mutations: New Insights Into the Non-
amyloid Logopenic Variant. Neurology. 2021; 97: e88–e102.

[98] Saracino D, Géraudie A, Remes AM, Ferrieux S, Noguès-
Lassiaille M, Bottani S, et al. Primary progressive aphasias as-
sociated with C9orf72 expansions: Another side of the story.
Cortex. 2021; 145: 145–159.

[99] Giannini LAA, Ohm DT, Rozemuller AJM, Dratch L, Suh E,
van Deerlin VM, et al. Isoform-specific patterns of tau burden
and neuronal degeneration in MAPT-associated frontotemporal
lobar degeneration. Acta Neuropathologica. 2022; 144: 1065–
1084. Erratum in: Acta Neuropathologica. 2023; 145: 711

[100] Campos DF, Rocca AR, Caixeta LF. Right Temporal Lobe
Variant of Frontotemporal Dementia: Systematic Review.
Alzheimer Disease and Associated Disorders. 2022; 36: 272–
279.

[101] Frings L, Blazhenets G, Binder R, Bormann T, Hellwig S,
Meyer PT. More extensive hypometabolism and higher mortal-
ity risk in patients with right- than left-predominant neurode-
generation of the anterior temporal lobe. Alzheimer’s Research
& Therapy. 2023; 15: 11.

[102] Anfossi M, Bernardi L, Gallo M, Geracitano S, Colao R, Puc-
cio G, et al. MAPT V363I variation in a sporadic case of fron-
totemporal dementia: variable penetrant mutation or rare poly-
morphism? Alzheimer Disease and Associated Disorders. 2011;
25: 96–99.

[103] Wen Y, Zhou Y, Jiao B, Shen L. Genetics of Progressive
Supranuclear Palsy: A Review. Journal of Parkinson’s Disease.
2021; 11: 93–105.

[104] Bougea A. Genetics of Multiple System Atrophy and Progres-
sive Supranuclear Palsy: A Systemized Review of the Liter-
ature. International Journal of Molecular Sciences. 2023; 24:
5281.

[105] Ruiz-Barrio I, Horta-Barba A, Illán-Gala I, Kulisevsky J, Pag-
onabarraga J. Genotype-Phenotype Correlation in Progressive
Supranuclear Palsy Syndromes: Clinical and Radiological Sim-
ilarities and Specificities. Frontiers in Neurology. 2022; 13:
861585.

[106] Ali F, Martin PR, Botha H, Ahlskog JE, Bower JH, Masumoto
JY, et al. Sensitivity and Specificity of Diagnostic Criteria for
Progressive Supranuclear Palsy.Movement Disorders. 2019; 34:
1144–1153.

[107] Rossi G, Tagliavini F. Frontotemporal lobar degeneration: old
knowledge and new insight into the pathogenetic mechanisms of
tau mutations. Frontiers in Aging Neuroscience. 2015; 7: 192.

[108] Korn L, Speicher AM, Schroeter CB, Gola L, Kaehne T, Engler
A, et al. MAPT genotype-dependent mitochondrial aberration
and ROS production trigger dysfunction and death in cortical
neurons of patients with hereditary FTLD. Redox Biology. 2023;
59: 102597.

15

https://www.imrpress.com

	1. Introduction
	2. Materials and Methods
	3. Results
	3.1 Primary Progressive Aphasias (PPAs) Phenotypes
	3.1.1 General Overview
	3.1.2 Non-Fluent Variant of Primary Progressive Aphasia
	3.1.3 Semantic Variant of Primary Progressive Aphasia
	3.1.4 Right Temporal Variant of Frontotemporal Dementia
	3.1.5 Primary Progressive Aphasia-Plus Phenotypes

	3.2 Corticobasal Syndrome Phenotypes
	3.3 Progressive Supranuclear Palsy Phenotypes
	3.4 Alzheimer's Disease-Like Phenotypes
	3.5 Behavioural Variant of Frontotemporal Dementia (bvFTD)
	3.6 Clinical-Genetic Correlations in the Whole Cohort

	4. Discussion
	Availability of Data and Materials
	Author Contributions
	Ethics Approval and Consent to Participate
	Acknowledgment
	Funding
	Conflict of Interest
	Supplementary Material

